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ABSTRACT 

Well, for starters, flower species identification plays a crucial role in various industries, from agriculture to 

ecology and conservation. It helps us understand the flower kingdom better, which in turn can lead to the 

development of new medicines, more efficient farming practices, and even the preservation of endangered 

species of flowers. 
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I. INTRODUCTION 

Flower species identification plays a crucial role in various industries, such as agriculture, pharmaceuticals, and 

ecology. Accurate identification of flower species helps in improving crop yields, developing new medicines, 

and understanding the ecological balance of an ecosystem. 

For instance, in agriculture, identifying the right flower species can help farmers optimize their crop 

management practices, leading to higher yields and reduced costs. In the pharmaceutical industry, accurate 

identification of flower species can lead to the discovery of new medicines and treatments for various diseases. 

II. METHODOLOGY 
 Start 

 Choose and extract a dataset 

 Split images for training and testing 

 Pre-processing images 

 Train CNN models 

 Validate against testing dataset 

 If less accuracy, modify split ratio 

 Inherit the model to web app 

 End 

 

Figure 1: Process Flow Diagram 
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III. MODELING AND ANALYSIS 

Hardware Requirement Analysis 

Developer’s: 

Hardware Processor > 2 Ghz 

User’s: 

Secure local area network and internet connectivity 

Software Requirement Analysis 

Developer’s: 

VS Code and Python IDE 

Flower Breed Dataset 

Windows 10 or above 

User’s: 

Google Chrome, Firefox, or Internet Explorer 

 

Figure 2: User Interface 

 

Figure 3: User Interface 
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IV. RESULTS AND DISCUSSION 

The final system would ensure a fully functional and fully trained model which will be capable enough to detect 

various kinds of flower species and provide information about them through uploading their photos to web 

application. 

 

Figure 4: Analysis Graph 

 

Figure 5: Analysis Graph 

 

Figure 6: Outcome Result 
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V. CONCLUSION 

In conclusion, the flower breed identification project has been a significant endeavor aimed at leveraging 

technology to enhance our understanding of floral diversity and aid in the identification of various flower 

breeds. Through this project, we have achieved several important milestones and gained valuable insights like 

accurate identification, robust performance, user-friendly interface, contribution to botanical research. 
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